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Abstract  Psammochloa villosa (Trin.) Bor (Gramineae) is a rhizomatous grass with characteristic sand fixa-
tion. Ten enzymes encoded with 15 allozymic loci were used to examine the genetic structures of four natural
populations in Inner Mongolia from different habitats. Electrophoretic data indicated that P. villosa had lower
genetic variation (He = 0.104) and lower clonal diversity (D =0.764) than other similar plants. Genetic
compositions of the 4 populations were different. In Shilongmiao mobile dune and Shihuimiao fixed dune there
were more genotypes and higher levels of variation than in Shilongmiao fixed dune and Shihuimiao semi-mobile
dune. Just like other clonal plants, most genetic variation of P. villosa resided among populations ( Gsr =
62,%6% ) . Most genotypes were local, and there were no spread genotypes. Factors contributed to the genetic
structure are herein discussed.
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Table 1 Localities, habitats and sampling sizes in 4 sampled populations of Psammochloa villosa

Population number Locality Habitat Sampling size
N1 Shilongmiao, Yijinhuoluo Banner, Inner Mongolia Mobile dune 30
N2 Shilongmiao, Yijinhuoluo Banner, Inner Mongolia Fixed dune 4
01 Shihuimiao, Yijinhuoluo Banner, Inner Mongpolia Semi-mobile dune 43
02 Shihuimiao, Yijinhuoluo Banner, Inner Mongolia Fixed dune 41
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Table 2 Average expected heterozygosity data of 4 allozyme loci of Psammochioa villosa

Populationl)
Locus N1 N2 01 02 Total
Mdh-3 0.375 0.375 0.000 0.000 ~0.219
Pgd-2 0.000 0.000 0.000 0.284 0.328
Skd 0,340 0.000 0.000 0.000 0.49%4
Pgi-3 0.39% 0.000 0.023 0.559 0.513

1) Population numbers are the same as in Table 1.
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Table 3 Genetic variation and clone diversity in 4 populations of Psammochloa villosa

Population’ A P He G Ne PD D E
N1 1.267 20.00 0.074 4 7.50 0.133 0.579 0.662
N2 1.067 6.67 0.025 1 44.00 0.023 0.000 Na?
o1 1.067 6.67 0.002 2 21.50 0.047 0.047 0.000
(1) 1.200 13.33 0.056 6 6.83 0.146 0.665 0.69
Total 1.400 26.67 0.104 12 13.17 0.076 0.764 0.798

1) The population numbers are the same as in Table 1; 2) NA = not applicable.
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